Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.058; wR factor = 0.149; data-to-parameter ratio = 17.4.
The asymmetric unit of the title compound, C 24 H 18 F 2 N 4 OS, contains two crystallographically independent molecules, A and B, which are linked into two chains of A and B molecules by intermolecular N-HÁ Á ÁO hydrogen bonds. The threedimensional network is stabilized byinteractions between the pyridine rings and phenyl rings of different residues, with centroid-centroid distances of 3.793 (1) and 3.666 (2) Å . The molecular conformation is stabilized by intramolecular N-HÁ Á ÁF hydrogen bonds (2.15/2.15Å ). The imidazole rings make dihedral angles of 39.5 (2)/38.5 (2) and 31.8 (2)/33.2 (2) with the 4-fluorophenyl rings and the pyridine rings, respectively. The methyl group of molecule A is disorderd in a 0.60:0.40 ratio. Refinement R[F 2 > 2(F 2 )] = 0.058 wR(F 2 ) = 0.149 S = 1.02 10251 reflections 589 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.40 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx; y þ 1 2 ; Àz þ 1 2 . Figures   Fig. 1 . View of compound I. Displacement ellipsoids are drawn at the 50% probability level. 126.6 (2) C20B-N21B-H21B 129.9 N21A-C22A-S31A 120.71 (17) N23B-C22B-N21B 112.7 (2) C22A-N23A-C19A 104.40 (19) N23B-C22B-S31B 125.9 (2) C25A-C24A-C29A 117.7 (2) N21B-C22B-S31B 121.39 (18) C25A-C24A-C20A 121.5 (2) C22B-N23B-C19B 104.2 (2) C29A-C24A-C20A 120.8 (2) C25B-C24B-C29B 118.2 (2) C26A-C25A-C24A 122.2 (2) C25B-C24B-C20B 120.8 (2) C26A-C25A-H25A 118.9 C29B-C24B-C20B 121.0 (2) C24A-C25A-H25A 118.9 C26B-C25B-C24B 121.2 (2) C27A-C26A-C25A 117.3 (2) C26B-C25B-H25B 119.4 C27A-C26A-H26A 121.3 C24B-C25B-H25B 119.4 C25A-C26A-H26A 121.3 C27B-C26B-C25B 118.4 (2) F30A-C27A-C28A 119.0 (2) C27B-C26B-H26B 120.8 F30A-C27A-C26A 118.2 (2) C25B-C26B-H26B 120.8 C28A-C27A-C26A 122.8 (2) C28B-C27B-F30B 118.5 (2) C27A-C28A-C29A 119.0 (2) C28B-C27B-C26B 122.6 (2) C27A-C28A-H28A 120.5 F30B-C27B-C26B 118.9 (2) C29A-C28A-H28A 120.5 C27B-C28B-C29B 118.9 (3) C28A-C29A-C24A 120.9 (2) C27B-C28B-H28B 120.5 C28A-C29A-H29A 119.5 C29B-C28B-H28B 120.5 C24A-C29A-H29A 119.5 C28B-C29B-C24B 120.7 (2) C32-S31A-C22A 99.6 (7) C28B-C29B-H29B 119.7 C22A-S31A-C32A 98.4 (5) C24B-C29B-H29B 119.7 S31A-C32-H32A 109.5 C22B-S31B-C32B 99.27 (13) S31A-C32-H32B 109.5 S31B-C32B-H32D 109.5 S31A-C32-H32C 109.5 S31B-C32B-H32E 109.5 S31A-C32A-H321 109.5 H32D-C32B-H32E 109.5 S31A-C32A-H322 109.5 S31B-C32B-H32F 109.5 H321-C32A-H322 109.5 H32D-C32B-H32F 109.5 S31A-C32A-H323 109.5 H32E-C32B-H32F 109.5
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